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<110> APPLICANT: Malyankar, Uriel M 
Shenoy, Suresh G 
Spytek, Kimberly A 
Zerhusen, Bryan D 
Patturajan, Meera 
Guo, Xiaojia 
Kekuda, Ramesha 
Gangolli, Esha A 
Shimkets, Richard A 
Taupier, Raymond J 
Li, Li 

Padigaru, Mural idhara 
TITLE OF INVENTION: Proteins, 
Using the Same 
PILE REFERENCE: 21402-211 
CURRENT APPLICATION NUMBER: 10/015,115 
CURRENT FILING DATE: 2002-09-23 
PRIOR APPLICATION NUMBER: 60/248,153 
PRIOR FILING DATE: 2000-11-13 
PRIOR APPLICATION NUMBER: 60/249,598 
PRIOR FILING DATE: 2000-11-17 
PRIOR APPLICATION NUMBER: 60/264,240 
PRIOR FILING DATE: 2001-01-26 
PRIOR APPLICATION NUMBER: 60/266,127 
PRIOR FILING DATE: 2001-02-02 
<150> PRIOR APPLICATION NUMBER: 60/269,562 
<151> PRIOR FILING DATE: 2001-02-16 

PRIOR APPLICATION NUMBER: 60/304,348 
PRIOR FILING DATE: 2001-07-10 
PRIOR APPLICATION NUMBER: 60/309,261 
PRIOR FILING DATE: 2001-07-31 
PRIOR APPLICATION NUMBER: 60/313,283 
PRIOR FILING DATE: 2001-08-17 
NUMBER OF SEQ ID NOS : 205 
SOFTWARE: Patentin Ver. 2.1 
SEQ ID NO: 1 
LENGTH: 1668 
TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 

ggatcaatgc aaatggagag ttatgatgga acactgagga ttgtgaatgt atctagggaa 60 
atgtcaggaa tgtacagatg tcagaccagc caatacaatg gatttaacgt gaaaccaagg 120 
gaagccttgg tgcagctcat cgttcagtat ccccctgcag tggaaccagc attcttggaa 180 
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61 atccggcaag gacaggatcg aagtgtcact atgagttgca gagtactgag agcctatcca 240 

62 atacgggtgc tgacctatga gtggcgcttg ggcaataaat tattacggac gggtcaattt 300 

63 gactctcagg aatacacaga gtacgctgtg aagagtcttt ccaatgaaaa ctatggggtt 360 

64 tataactgta gcatcataaa tgaagctgga gctgggagat gcagctttct tgttacaggt 420 

65 ggaaaggcct atgctccaga attctattat gatacctaca atccagtatg gcagaacaga 4 80 

66 caccgtgttt attcttacag tctacagtgg acacagatga atcctgatgc agtggatcgg 54 0 

67 attgttgcat accggttggg catcaggcag gctggacagc agcgctggtg ggagcaggag 600 

68 attaaaataa atgggaatat tcaaaaggga gaattaatta catataactt gacagagcta 660 

69 attaaaccag aagcttatga agtccgactg actcctctca ccaaatttgg tgaaggagat 720 

70 tcaacaattc gtgtgatcaa atatagtcct gtaaatcctc atttgagtga atttcattgt 780 

71 ggatttgaag atggtaatat ttgtttgttc actcaagatg atacagataa ttttgactgg 840 

72 acaaagcaaa gtacagcaac aagaaataca aaatatactc ctaatacagg acctaatgct 900 

73 gaccqtagtg gctccaaaga aggtttttat atgtacattg agacalcacg acccagattg 960 

74 gaaggcgaaa aggctcgact tctcagccct gttttcagca tagctccagc cctgttttca 1020 

75 gcaagacttc tcagccctgt tttcagcata gctcccaaaa acccttatgg acccacaaac 1080 

76 actgcatatt gtttcagctt cttttatcac atgtatggac aacatatagg tgtcttaaat 1140 

77 gtttatctac gtttgaaagg gcaaacaaca atagagaatc cactgtggtc ttcaagtggg 1200 

78 aataaaggac aaagatggaa tgaggctcat gttaatatat acccaattac ttcatttcag 1260 

79 ctcatttttg aaggtatccg aggtcctgga atagaaggtg acattgctat tgatgatgta 1320 

80 tcaattgcag aaggagaatg tgcaaaacaa gacctagcaa ctaagaattc cgttgatggt 1380 

81 gctgttggga ttttggttca tatatggctt tttcccatta tcgtcctcat ctctatctta 1440 

82 agtcctcgaa ggtgacctta tcctggcaga ggctataaaa gattcaccag gcactggcat 1500 

83 gaagaaagag tctttgtaaa tggacattga acaaacaaac taccaaagat tcctccactg 1560 

84 actactgact caaaaataaa ataataaaaa caaatttttt taagcactgg ggataaaaag 1620 

85 acatcatgga agtataactt attcagacta aacataaaga taatctga 1668 

88 <210> SEQ ID NO: 2 

89 <211> LENGTH: 482 

90 <212> TYPE: PRT 

91 <213> ORGANISM: Homo sapiens 

93 <400> SEQUENCE: 2 

94 Met Gin Met Glu Ser Tyr Asp Gly Thr Leu Arg lie Val Asn Val Ser 

95 1 5 10 15 

97 Arg Glu Met Ser Gly Met Tyr Arg Cys Gin Thr Ser Gin Tyr Asn Gly 

98 20 25 30 
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Ser 
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He 
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Pro 
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184 Arg Arg 

188 <210> SEQ ID NO: 3 

189 <211> LENGTH: 1608 

190 <212> TYPE: DNA 

191 <213> ORGANISM: Homo sapiens 

193 <400> SEQUENCE: 3 

194 gatcaatgca aatggagagt tatgatggaa cactgaggat tgtgaatgta tctagggaaa 60 

195 tgtcaggaat gtacagatgt cagaccagcc aatacaatgg atttaacgtg aaaccaaggg 120 
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196 aagccttggt gcagctcatc gttcagtatc cccctgcagt ggaaccagca ttcttggaaa 180 

197 tccggcaagg acaggatcga agtgtcacta tgagttgcag agtactgaga gcctatccaa 240 

198 tacgggtgct gacctatgag tggcgcttgg gcaataaatt attacggacg ggtcaatttg 300 

199 actctcagga atacacagag tacgctgtga agagtctttc caatgaaaac tatggggttt 360 

200 ataactgtag catcataaat gaagctggag ctgggagatg cagctttctt gttacaggaa 420 

201 aggcctatgc tccagaattc tattatgata cctacaatcc agtatggcag aacagacacc 480 

202 gtgtttattc ttacagtcta cagtggacac agatgaatcc tgatgcagtg gatcggattg 54 0 

203 ttgcataccg gttgggcatc aggcaggctg gacagcagcg ctggtgggag caggagatta 600 

204 aaataaatgg gaatattcaa aagggagaat taattacata taacttgaca gagctaatta 660 

205 aaccagaagc ttatgaagtc cgactgactc ctctcaccaa atttggtgaa ggagattcaa 720 

206 caattcgtgt gatcaaatat agtgctcctg taaatcctca tttgagagaa tttcattgtg 780 

207 gatttgaaga tggtaatatt tgtttgttca ctcaagatga tacagataat tttgactgga 84 0 

208 caaagcaaag tacagcaaca agaaatacaa aatatactcc taatacagga cctaatgctg 900 

209 accgtagtgg ctccaaagaa ggtttttata tgtacattga gacatcacga cccagattgg 960 

210 aaggcgaaaa ggctcgactt ctcagccctg ttttcagcat agctcccaaa aacccttatg 1020 

211 gacccacaaa cactgcatat tgtttcagct tcttttatca catgtatgga caacatatag 1080 

212 gtgtcttaaa tgtttatcta cgtttgaaag ggcaaacaac aatagagaat ccactgtggt 1140 

213 cttcaagtgg gaataaagga caaagatgga atgaggctca tgttaatata tacccaatta 1200 

214 cttcatttca gctcattttt gaaggtatcc gaggtcctgg aatagaaggt gacattgcta 1260 

215 ttgatgatgt atcaattgca gaaggagaat gtgcaaaaca agacctagca actaagaatt 1320 

216 ccgttgatgg tgctgttggg attttggttc atatatggct ttttcccatt atcgtcctca 1380 

217 cctctatctt aagtcctcga aggtgacctt atcctggcag aggctataaa agattcacca 1440 

218 ggcactggca tgaagaaaga gtctttgtaa atggacattg aacaaacaaa ctaccaaaga 1500 

219 ttcctccact gactactgac tcaaaaataa aataataaaa acaaattttt ttaagcactg 1560 

220 gggataaaaa gacatcatgg aagtataact tattcagact aaacataa 1608 

223 <210> SEQ ID NO: 4 

224 <211> LENGTH: 466 

225 <212> TYPE: PRT 

226 <213> ORGANISM: Homo sapiens 
228 <400> SEQUENCE: 4 
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Lys 


284 




290 
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Gly 
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Lys 
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Trp 


Asn 


Glu 


Ala 


His 


Val 


Asn 


He 
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He 
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316 Arg Arg 

317 465 

320 <210> SEQ ID NO: 5 

321 <211> LENGTH: 9993 

322 <212> TYPE: DNA 

323 <213> ORGANISM: Homo sapiens 

325 <400> SEQUENCE: 5 

326 cctcccattc ctctcctctc tctcccatct ggacagcccc cagccttctg acaccctgtt 60 

327 tcccccccgg gaccctgctg cccttcccca caccacctaa catgcatttc tgaccttgct 120 

328 cctcccactc aaagcttttc aagggctctt cattgtcctt gacgaatgag caaaagctgc 180 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:6; Xaa Pes. 49,98,104,106 



file://C:\CRF4\Outhold\VsrJ015115.htm 



10/2/02 



